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Q1	Please	select	the	choice	that	best
describes	your	level	of	familiarity	with

each	term.
Answered:	31	 Skipped:	0
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	 Not	at	all	familar Have	heard	of	it Slightly	familiar Very	familiar Total Average	Rating
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Q2	Please	select	the	choice	that	best
describes	your	level	of	familiarity	with

each	term.
Answered:	31	 Skipped:	0
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Have	heard	of
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Rating

Nucleosome	mapping

Synteny

Ortholog

Contig	and	Scaffold

GO	Terms/Numbers

GO	Term	Enrichment
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Signal	Peptide
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Protein	Data	Bank
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Protein	export	domains

Epitope

Splice	site	junction

Comparative	genomic
hybridization

FASTA

GFF
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Q3	Please	select	the	choice	that	best
describes	your	level	of	familiarity	with

each	item.
Answered:	31	 Skipped:	0
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	 Not	at	all	familiar Have	heard	of	it Slightly	familiar Very	familiar Total Average	Rating
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