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MS Use Cases

evidence for protein expression
evidence for subcellular localization
confirm gene structural annotation

detect missed gene annotations



Tandem Mass Spectrometry (MS/MS)

= 1 - & — /J/Q—> Separate by HPLC

o = 2  (solubility)
2D Gel : Proteolysis

1. Separate by peptide mass (MS)
2. Fragment, analyze component masses (MS)



Predicted Protein Features [ Data Sources)
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ORFs with
Mass Spectrometry Evidence

CryptoDB
*GiardiaDB
ToxoDB




ORFs at EuPathDB

ACTGATCCAGCTCAGTACATTTTAGATACTTCTATTTATTCATCTGGTGATTTA
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« computed in all 6 reading frames
» do not necessarily begin with Met
 are not annotated or reviewed



Re-Mapping Peptide ORF Hits to Genes

Duerﬂiem of CH991779
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Protein 21.1

GLEOS0E_adad

Hypothetical protein




Re-Mapping ORF Peptide Hits to Genes or Not

Querview of CH99176S
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Support for Intron Boundaries
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H5/HS5 Peptides {Hastling, et al.}

Annotated Genes
cods_3190 cods_3200

o005 ribozomal protein-like, putative hupothetical protein




B Instructions

Search using a sequence name, gene name, locus, or other landmark. The wildcard character * is allowed. To center on a location, click the ruler. Use the Scrollifoom buttons

to change magnification and positian.
Examples: AAEEO01000001:1-35000, AAEEO1000002:106357-116356, AAELO1000026:7652-27651, cgdé_TEQ, CMU_011540,
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B Search
Landmark or Region: Reports & Analysis: -
CM000434:1051852..1061851 [ Search ) | Annotate Restriction Sites #] (configure... ) (Go )

Data Source ScrolliZoom: El | Show 10kbp %] @l [ Flip
': CryptoDB :]

Select the Data Source of your choice (above).
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H5/H5 Feptides }%EElli?g' Et al.}

Experiment: assay: _16May2006_1D ge
Sequence: ILAEDPTGAQYVAQTPMGDISTISTIK
Description: match: cgdt 4460

score: 5744 (expectation: 1.2e-07)
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H5/H5 Feptides {Einstein}
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Reveal Missing Gene
Annotations
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H5/H5 Peptides {(Ratner, et al,}




