FungiDB: Using regular expressions to identify motifs

1. Identify oomycete-specific motif RxLLR

Oomycetes infecting plants employ effector proteins to establish a successful infection.
Effector proteins are commonly secreted and one of the largest group is the RXLR effectors,
which is defined by the conserved N-terminal Arg-Xaa-Leu-Arg (RxLR) motif.
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Oomycetes have several effector proteins with known domains.
¢) How many of the genes identified also have a transmembrane domain?
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